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Research Progress in Proteomics of Bovine Muscle
MA Su-fang, YANG Wen-qing, ZGANG Lin-lin, GUO Yi-wen, HU De-bao,
GUO Hong, DING Xiang-bin, LI Xin"

(School of Animal Science and Animal Medicine, Tianjin Agricultural University, Tianjin Key Laboratory of
Agricultural Animal Breeding and Healthy Husbandry, Tianjin 300384 )

Abstract ; The research of proteomics is a characteristic of the post gene era in life science, and it has been
widely studied and applied in medicine, animal husbandry, food science, and agriculture. Beef is deeply loved by
people due to its high protein content, low fat content, and rich heme iron content. However, currently for China,
beef still needs to be imported in large quantities. Therefore, how to improve the quality of beef has been a major
issue that scientific researchers in the livestock and food industries in China have been constantly striving to study.
With the in-depth research and development of genomics, studying bovine muscle and its formation mechanism at
the protein level is of great significance for improving beef quality. Muscle is mainly composed of water, protein,
and other components, and its properties and quality are mainly expressed by protein. Therefore, studying the rec-
ognition of proteomics in bovine muscle is of great significance for regulating beef quality. This article mainly intro-
duces the research technology of proteomics and its application in bovine muscle.
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Influencing Factors and Regulatory Measures of

Rumen Movement in Ruminants

TAO Feng
(Yunnan Longgu Biotechnology Co. , LTD. Kunming 650211 )

Abstract; Rumen is an important organ for ruminants to digest and absorb feed. Rumen is combined with mi-
croorganisms to enable ruminants to digest and absorb high — fiber plants. Rumen movement is associated with the
state of physiological activity, the degree of feed absorption and the diagnosis of rumen diseases. Based on this,
this paper takes rumen movement of ruminants as the starting point, and its influencing factors and regulatory meas-
ures as the main content, to explore the characteristics of rumen fungi of ruminants and the influencing factors of ru-
men movement of ruminants, and proposes corresponding regulatory measures of ruminants according to the charac-
teristics of ruminants, in order to provide reference for rumen regulation of ruminants.
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