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Construction of LncRNA SNHG12 Overexpression Vector
GUO Hong', HAO Qin-qin>, LI Peng-fei’"
(1. Animal Husbandry Development Center of Fanshi County, Fanshi, Shanxi 034300 ;
2. College of Life Science, Shanxi Agricultural University, Taigu, Shanxi 030801 )

Abstract: Cocaine- amphetamine regulated transcript ( CART) is an endogenous neuropeptide substance.
CART is widely found in bovine ovaries and has a regulatory effect on bovine follicular atreasis. miRNA 491 can
bind to the 3 “UTR region of bovine CART gene, thereby regulating mRNA expression significantly down-regulated.
It has predicted that IncRNA SNHG12 may act as a molecular sponge of miRNA 491 based on ENCORI database,
thereby affecting the transcriptional regulation of bovine CART genes. In this study, bovine IncRNA SNHG12 over-
expression recombinant vector was constructed, which would lay a foundation for further exploration of the interac-
tion between IncRNA SNHG12, miRNA 491 and bovine CART genes. The results showed that the sequence of
pcDNA3. 1-EGFP-SNHG12 vector was correct. The transfection effect of 293T cells was good. Fluorescence quanti-
tative PCR results showed that the expression level of IncRNA SNHG12 in the NC group was significantly higher
than that in the miRNA 491 group. The experiment showed that the pcDNA3. 1-EGFP-SNHG12 vector was success-
fully constructed, and IncRNA SNHGI12 interacted with miRNA491.
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