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Isolation, Identification Virulence Factors and Drug Resistance Test of

Pathogenic E. coli from Calf Diarrhea in Hexi Corridor Region

MA Zhong

( Gansu Animal Disease Prevention and Control Center, Lanzhou 730046 )

Abstract ;[ Objective | In order to analyze the virulence gene and drug resistance of calf diarrhea pathogenic

E. coli in Hexi Corridor region. [ Method ] From 2020 to 2021, 279 diseased tissues such as feces, anal swabs and

liver of calves suffering from diarrhea disease were collected in Hexi Corridor region. The pathogenicity, virulence

factors and drug resistance of calf diarrhea E. coli were detected by artificial infection test animals, PCR method and

K-B drug sensitive paper method. [ Result] The results showed that 126 strains of E. coli were isolated, among

which 79 strains of calf diarrhea E. coli could cause death of mice. The detection rates of virulence genes crl, irp2,

SfimH , papC, K88, K99, six1 and six2 of 79 strains of pathogenic E. coli were 40.5% ~100% , and the detection

rates of other virulence genes were 15.2% ~34.2% . The resistance rate of 79 strains of pathogenic E. coli isolated

to 8 drugs, such as ampicillin, amoxicillin and neomycin, was 49.4% ~96.2% , and the resistance rate to other

drugs was 5. 1% ~32.9% . [ Conclusion ] 79 strains of pathogenic E. coli were isolated from the diseased tissues of

calves suffering from diarrhea in the Hexi Corridor. 79 strains of pathogenic % E. coli carry multiple virulence genes

and are resistant to commonly used antibiotics in clinical practice.
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