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Abstract: The article described the principle of fattening beef cattle and the factors affecting the fatte-
ning effect of beef cattle. On this basis, it analyzed the effective methods to improve the fattening effect of
beef cattle.
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Research Progress on the Association Between Polymorphisms of

POU1 F1 Gene and Economic Traits in Ruminant

YANG Han, ZHANG Yang-hai, PAN Chuan-ying, LEI Chu-zhao, CHEN Hong, LAN Xian-yong"

(College of Animal Science and Technology s Northwest A&F University ,Yangling s Shaanxi 712100)

Abstract; Pituitary specific transcription factor (POUI1F1) is an important transcriptional factor that
specifically expressed in the anterior pituitary of animals. It has crucial biological functions and plays a sig-
nificant role in the regulation of growth, development and reproduction of livestock. In this paper, the
structural characteristics and functions of POUI FI gene ofruminant, the recent studies of polymorphisms
and their relationships with economic traits in ruminant are discussed, which provides ideas and research
directions for ruminant breeding.

Key words: ruminant; POUI F1 ; genetic variations; economic traits; research progress



