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Genetic Diversity of Y-SNPs and Y-STRs in Nandan Cattle

LI Xiu-liang' , ZHANG Feng-wei’, CAO Yan-hong', WU Zhu-yue',
DANG Rui-hua®, LI Shao-bo', CHEN Hong”, LEI Chu-zhao®*

(1. Animal Husbandry Institute of Guangzxi Zhuang Autonomous Region , Nanning 530001;2. College of
Animal Science and Technology s Northwest A&F University ,Yangling s Shaanzi 712100)

Abstract ;[ Objective]The aim of this paper was to analyze Y chromosome genetic diversity and the pa-
ternal origin of Nandan cattle. [Methods] Polymerase chain reaction amplification, sequencing and bioin-
formatics were used for this study. [ Results | Based on the analysis of Y-SNPs and Y-STRs markers of 25
Nandan cattle male samples. the results indicated that the Nandan cattle belonged to only zebu Y3 haplo-
group, was divided into two haplotypes: Y3-88-156 and Y3-90-156, and their haplotype frequencies were
92% and 8%, respectively. The Y chromosome haplotypediversity was 0. 1533 = 0. 0915 in Nandan cattle.
[Conclusion] Nandan cattle belong to the zebu paternal origin with low paternal genetic diversity, indica-

ting a very stable genetic basis.
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Studies on Ache Easing and Anti-inflammafory Effect of 7-Demethoxylophorine

ZHANG Yong-kang, YANG Gang, LI Sheng-hu

(Ningzia Polytechnic,Yinchuan , Ningxia 750021)

Abstract:[ Method ] Studying on ache easing effect from different concentrations 7-Demethoxylopho-
rine with hot plate, and choosing different concentrations 7-Demethoxylophorine injectables researching
anti-inflammafory effect. [ Result] The results showed 50 mg/kg weight have clear restraint ache of mice;
the smallest dose of 7-Demethoxylophorine in 0. 50 mg/kg had obvious inhibition effect to ears swelling of
mice by xylene C;H, (CH;),(P<C0.01), the effect and dose was positive relevant.
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