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2.2 HEHFTRE.SBERE B SREBP—1 & E cDNA
H & B
B 2 i 3 A R PR EU RNA st a8
B g R KL, R AE ga B P BT R R 4
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FE i ACt
W1 H2W B3R T BI1W H2Kk IR T FIHE
WRE1 27.07  28.31  27.11  27.5040.575  19.71 21.24 23.52  21.494+1.919 6.01
WL 2 27.53  27.50  27.62  27.5540.062  21.43  20.66 20.10  20.7340.669 6.82 6.34
BEHE 3 28.37  28.10  28.10  28.1940.156  21.94 21.17 22.89  22.0040.760 6.19
ZEfm 1 28.54  26.86  26.37  27.264+1.065  18.27  18.41 18.40  18.36+0.078 8. 90
ZEflm 2 29.15 29.34  29.04  29.184+0.147  21.64 21.18 21.11  21.31+0.289 7.87 8.13
ZElm 3 28.95 27.62 27.76  28.11-40.925  20.58  20.24  20.66  20.4940.317 7.62
FEAE 1 26.19  26.48  25.28  25.984+0.756  25.29  24.42  23.42  24.38-+0.937 1. 60
JEAE 2 26.24  25.90  25.53  25.894+0.353  20.78 21.50  23.77  22.01+1.564 3. 88 1. 90
JEAE 3 21.53  21.55 21.45  21.5140.053  21.59 21.16 21.12  21.29-0.260 0.22
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x5 2015 EMEKREE SREBP— 1 EEKAEE
o ¥4 SREBP 5| #1 & i Ct (& M % p—actin LR Ct {4 ACt

FOTe TR mew Mok THIL Wik Sok Mk PEM S
BFE 1 27.68  26.35  27.00  27.0140.665  18.95 18.99  22.08  20.01%1.797 7.00

BFE 2 0 28.10  28.78  28.79  28.5640.517  22.60 21.16 21.56  21.7740.812 6.79 6.93
BFWE 3 26.68  27.15  27.40  27.0840.365  20.01 20.11  20.15  20.09%0.072 6.99

ZEfp 1 27.54 26.79  26.09  26.81+£0.721  17.22  17.98 19.58  18.261.205 8.55

ZEf 2 26.92  26.82  27.19  26.98740.191  20.18  20.91 21.65  20.9140.473 6.07 6.72
il 3 25.47 0 28.09  27.33  26.97+1.348  21.65 21.58 21.02  21.42+0.254 5.55

JFUE 1 26.75  31.98  29.86  29.53£2.603 23,11  25.34  25.52  24.6641.343 4.87

JFRE 2 25.20  25.12  25.03  25.1240.084 20,11  20.08  26.15  22.114£3.496 3.01 4.70
JFRE 3 25.56 25.71  25.38  25.5540.164 19.61  19.05  19.04 19.2340. 324 6.32

K6 2016 FEH5ZFE2HhE SREBP— 1 ERAREXEE

o ¥e2F SREBP 51#) )i Ct {8 W% B—actin [ IW Ct fi ACy
B0 W mow mak THE Bk Fok @ek  TAMm S
B HE 1 29.16 29.21 29.56 29.3140. 213 22.23 22.17 22.66 22.3540. 265 6.96
B 2 29. 38 29.52 29. 40 29.4340.074 22.83 22.88 23.10 22.9440. 142 6.49 6.16
B 3 29. 54 27.81 28.77 28.7140.966 24.67 23. 34 23.02 23.6840.137 5.03
ZEh 1 30.07 30. 96 30.77 30.8140.135 22.05 21.50 21.81 21.7940. 277 9.02
Zh g 2 28. 38 28. 40 28.28 28.3540.067 18. 77 21.29 19. 20 19.75+1. 347 8. 60 8. 45
257 3 29.06 28.39 28. 38 28.6140. 349 19. 54 20. 30 21.79 20.5440. 769 7.74
I 1 30.19 30. 14 30.22 30.1940. 042 23.18 23. 38 23.24 23.274+0.103 6.92
HFHE 2 26.43 26. 49 26. 26 26.3940.121 18.58 18. 70 18.55 18.6140.082 7.78 6.21
R 3 25.85 24. 89 24.43 25.06+0. 663 20. 04 21.67 21.66 21.1240.033 3.94
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Differential Analysis of SREBP—1 Gene
Expression in Different Tissues of Yak

YUAN Jin-ying, SUN Wan-cheng, LUO Yi-hao*, XIE Feng-lian

(College of Agriculture and Animal Husbandry ,Qinghai University , Xining ,Qinghai 810016)

Abstract: The liver, kidney and colon of Qiong county, Datong county and Yuzhong county of Qing-
hai province were collected in different seasons. Total RNA was extracted, cDNA was generated by re-
verse transcriptase polymerase, and yak sterol regulation was detected by Real-time PCR. Expression level
of the element binding protein 1 (SREBP-1) gene mRNA. The results showed that the relative expression
levels of SREBP-1 gene in different tissues of yak were from liver to kidney and colon. The SREBP-1 gene
has the highest relative copy number of SREBP-1 mRNA in liver samples except for the yak in the spring
of 2016. The relative expression of SREBP-1 gene in the spring of 2015 and spring of 2016 was extremely
significant. The relative expression of SREBP-1 gene in the colon and liver was significantly (P<C0.01),
and the relative expression in the kidney and liver was significantly different(P<Z0. 05).

Key words: yak; sterol regulatory element binding protein; real-time quantitative PCR



